by one way anova with FDR correction for multiple comparisons. One point was considered an outlier (WT) as determined by the ROUT algorithm in GraphPad PRISM (Q value set to 10%) and excluded from the statistical analysis.
** P< 0.01. LDHA levels in Crisper CtsL knockouts were also different from WT or CtsB deficient fibroblasts: P = 0.014
and P = 0.049 respectively.
Supplementary Figure 4. An integrative protein network supports rapid proliferation in cathepsin L knockout MEFs.
MEFs were analyzed by shotgun proteomics and differentially expressed protein-sets are presented in the heatmap.
Please note that MEFs lacking of Cts L (Cts L -/-) display high expression of proteins related to DNA replication and its quality control mechanisms. In addition, they also express high ribosomal and tRNA content for efficient protein translation. Altogether, this data supports that loss of Cts L gears cells for rapid and efficient proliferation process. 
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